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Supplementary Description

In supplementary materials, we split patients by auto select best cutoff for OS, PFS, and RFS in Figure S1, 84, S7,
and the prognostic value of PFS and RES were showed in Figure S2, S5, the subgroup analyses shown in Figure S3,
S6. Interaction network of SNRPs at the gene and protein levels in HCC patients in Figure S8.
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Figure S1: We split patients by auto select best cutoff [20] in each member by KM plotter and the
corresponding cutoff can be seen based on Figure 4. (Can be checked in original manuscript)
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Figure S2: Prognostic value of mRNA expression of relative SNRPs in HCC patients (Kaplan—Meier plotter).
The PFES survival curves were plotted using the Kaplan—Meier plotter database at p-value of <0.05.
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Figure S3: The subgroup analyses for PFS in each member by KM plotter in R version 3.6.1 (http://www.t-
pro gect.org/).
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Figure S4: We split patients by auto select best cutoff [20] in each member by KM plotter and the
corresponding cutoff can be seen based on Figure S2. (Refer above)
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Figure S5: Prognostic value of mRNA expression of relative SNRPs in HCC patients (Kaplan—Meier plotter). The

RES survival curves were plotted using the Kaplan—Meier plotter database at p-value of <0.05.
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Figure S6: The subgroup analyses for RES in each member by KM plotter in R version 3.6.1 (http://www.t-pro

gect.org/).
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Figure S7: We split patients by auto select best cutoff [20] in each member by KM plotter and the corresponding
cutoff can be seen based on Figure S5. (Refer above)

Figure S8: Interaction network of SNRPs at the gene and protein levels in HCC patients. (a) Gene—gene
interaction network among SRNPs in the Gene MANIA dataset. (b) Protein—protein interaction network
among SNRPs in the STRING dataset linking to Cytoscape.
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